amastigotes intravenously (i.v.) via the tail vein in 200 µl of RPMI 1640 (GIBCO, UK).
For the generation of chimeras, mice were placed on acidified water for at least 2 days prior to irradiation. Donor mice were irradiated with 1100 rads on a split-dose regimen (550 rads per dose, 24hours apart) and were then reconstituted with 2-5x10 6 donor bone marrow cells via tail vein injection. Reconstituted mice were treated with oral antibiotics (Baytril) for 4 weeks post-reconstitution.
Liver enzyme analysis
Heparinized blood was immediately centrifuged for 10 min at 300 × g. Plasma was stored at -80 o C until analysis. Alanine aminotransferase (ALT) and aspartate transaminase (AST) levels were determined using a Beckman Unicell DxC800 analyzer in a single batch.
Image Analysis
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For 4D analysis, 20-3 5µm Z stacks were acquired with a Z distance of 2 µm approximately every 15-30sec. Data were rendered and analysed using Volocity software (Perkin Elmer) and cell analysis performed automatically with manual checking as previously described [6] .
Confocal Microscopy
Confocal microscopy was performed on 20 µm frozen sections. For tissue containing tdTom expressing parasites, tissues were fixed in 4% paraformaldehyde (PFA) for two hours before overnight incubation in 30% sucrose and embedding in OCT medium (Sakura). Antibodies were conjugated to Alexa488 or Alexa647 (eBioscience, UK). Slides were blinded before imaging on a Zeiss LSM510 axioplan microscope (Carl Zeiss Microimaging). Data were rendered and analysed using Volocity software (Improvision).
Flow cytometry and cell sorting
Hepatic mononuclear cells were prepared from the livers of chimeric mice. 20 chimeric mice were used for the microarray study. We conducted five independent sorts to generate samples for analysis. 
Real-time PCR
Purified cells were resuspended and frozen in QIAZOL lysis buffer. RNA was isolated using a miRNA easy kit (QIAGEN). RNA was reverse transcribed into cDNA with a Superscript III first-strand synthesis kit (Invitrogen). Real-time quantitative PCR was performed with Fast SYBR green PCR master mix in a StepOne Plus
Real-Time PCR system (Applied Biosystems). Accumulation of target genes was normalized to HPRT, (results were the same if normalised to β-actin [7] or ribosomal protein L32 [8] ) and expressed as relative expression via the change in cycle 
RBC Phagocytosis
BM chimeric mice were generated as described above. Two or six weeks post irradiation and bone marrow transplantation, desialyated and labelled red blood cells were transferred IV as described [9] . Briefly, normal mouse red blood cells were labelled with 2-mM solution of PKH-26 (Sigma) for 5min at 25 o C. The labelled cells were then treated with 0.012U of Arthrobacter ureafaciens and Vibrio cholera neuraminidases (Sigma) for 1hr at 37 o C. A chimeric mouse that received no red blood cell injection was used as a control.
LPS Treatment
BM chimeric mice were generated as described above with C57BL/6 recipients and B6.CD45.1 donors. Six weeks after bone marrow transplant, the recipient mice were injected with 100ug LPS (Sigma) intravenously. 24hrs post-injection, the mice were sacrificed, and the livers prepared for cell sorting as described above. KCs were Fortessa (BD) and data was analysed using FlowJo v10 OSX software (Treestar, Oregon). 
